PNEUMONIA (continued)

PNEUMONIA (continued)
482.4% Staphylococcal
5th digit: 482.4

0. NOS

1. Aureus

9. Other staph
482.3# Streptococcal
482.3# Streptococcal betahemolytic

5th digit: 482.3

0. NOS

1. Group A

2. Group B

9. Other streptococcus
481 Streptococcus pneumoniae
V03.82 Streptococcus pneumoeniae vaccination
958.8 Traumatic
908.6 Traumatic late effect
V03.82 Vaccination
052.1 Varicella
482.81 Veillonella
480.9 Viral
480.8 Viral NEC

482.9 Bacterial

482.89 Bacterial specified NEC

482.83 Bacterium anitratum

482.81 Bacteroides (melaninogenicus)

485 Brochopneumonia (confluent) (croupous) (diffuse)
(disseminated) (lobar) (hemorrhagic) (terminal)

482.81 Butyrivibrio (fibriosolvens)

112.4 Candidiasis

466.19 Capillary

483.1 Chlamydial

482.81 Clostridium (haemolyticum) (nowvyi)

481 Community acquired

481 Diplococcal

483.0 Eaton's agent

482.82 Escherichia coli (E. coli)

482.81 Eubacterium

482.0 Friedlander's bacillus

482.81 Fusobacterium (nucleatum)

513.0 Gangrenous

482.81 Gram-negative anaerobic

482.83 Gram-negative bacteria NEC

482.83 Herellea

V12.61 History

0 Hypostatic — due to or specified as a specific type of
pneumonia — code to the type of pneumonia

770.0 Infective acquired prenatally

In order to correctly code influenza with pneumonia (487.0), use
an additional code from the pneumonia category to identify the
type of pneumonia, if known, Ie., Influenza with e. coli
pneumonia 487.0 and 482.82.

In order to correctly code influenza with pneumonia (487.0), use
an additional code from the pneumonia category to identify the
type of pneumonia, if known. Ie., Influenza with e. coli
pneumonia 487.0 and 482.82.

487.0 With influenza
482.89
483.8 Other specified organism

Other specified bacteria

The code in the left margin always sequences first. The additional
code in brackets to the right of the description is sequenced
second. Underlining shows the code number that corresponds to

487.0 Influenza

516.8 Interstitial (desquamative) (lymphoid)
482.0 Klebsiella pneumoniae

482.84 Legionnaires’

481 Lobar

485 Lobular

038.8 Metastatic NEC [484.8]

483.8 Microorganism other specified

483.0 Mycoplasma pneumoniae

513.0 Necrotic

486 Obstructive (bronchogenic neoplasm)
480.2 Parainfluenza

514 Passive

482.81 Peptococcus

482.81 Peptostreptococcus

483.0 Pleuropneumonia-like organism (PPLO)
481 Pneumococcal

V03.82 Pneumococcal vaccination

997.3 Post op

483.0 PPLO

770.0 Prenatally acquired infective

486 Primary atypical

482.81 Propionibacterium

482.83 Proteus

482.1 Pseudomonas

480.1 Respiratory syncytial virus

997.3 Resulting from a procedure

480.3 SARS-associated coronavirus

485 Segmental

482.83 Serratia (marcescens)

480.3 Severe acute respiratory syndrome-associated

coronavirus

the underlined description. Underlining never implies correct
sequencing.

PNEUMONIA - OTHER

039.1 Actinomycotic

022.1 Anthrax [484.5]

127.0 Ascaris [484.8]

117.3 Aspergilla [484.6]

482.89 Bacteria NEC [041.89]

112.4 Candidiasis lung

466.19 Capillary (bronchiolitis) (with bronchospasm or
obstruction)

483.1 Chlamydial (pneumoniae) (trachomatis)

073.0 Chlamydial psittaci

078.5 CMV [484.1]

114.# Coccidioidomycosis

4th digit: 114
0. Acute (primary)
4. Chronic (secondary)
5. Unspecified

For codes 770.12, 770.18, use an additional code to identify any
secondary pulmonary hypertension (416.8), if applicable.

770.18 Congenital aspiration see ‘Pneumonia’, aspiration fetal
078.5 Cytomegalic inclusion [484.1]

506.0 Due to fumes and vapors

518.3 Eosinophilic

117.9 Fungus [484.7]

513.0 Gangrenous

487.0 Grippal



